
TABLE VII (continued) 
GC RETENTION TIMES OF PCB CONGENERS RELATIVE TO RT REFERENCE 
STANDARD ON A SP-2331 FUSED-SILICA CAPILLARY COLUMN

IUPAC structure RRTa RRTb RRTc IUPAC structure RRTa RRTb RRTc

86 2345-2 1.448 1.841 0.4340 160 23456-3 1.891 2.451 0.5775
97 245-23 1.461 1.858 0.4378 138 234-245 1.892 2.452 0.5778
117 2356-4 1.461 1.858 0.4379 158 2346-34 1.898 2.461 0.5799
85 234-24 1.515 1.927 0.4541 163 2356-34 1.916 2.483 0.5851
87 234-25 1.529 1.944 0.4580 159 2345-35 1.965 2.547 0.6002
110 236-34 1.607 2.043 0.4814 166 23456-4 1.997 2.588 0.6099
123 345-24 1.614 2.052 0.4836 129 2345-23 1.997 2.588 0.6100
107 234-35 1.636 2.081 0.4903 162 235-345 2.050 2.657 0.6262
124 345-25 1.639 2.084 0.4910 167 245-345 2.099 2.720 0.6411
109 235-34 1.674 2.129 0.5016 128 234-234 2.260 2.929 0.6903
106 2345-3 1.695 2.155 0.5080 156 2345-34 2.418 3.134 0.7386
118 245-34 1.714 2.179 0.5135 157 234-345 2.466 3.196 0.7532
82 234-23 1.748 2.222 0.5237 169 345-345 3.071 3.981 0.9382
114 2345-4 1.777 2.259 0.5324 188 2356-246 1.000 1.658 0.3907
122 345-23 1.845 2.345 0.5527 184 2346-246 1.018 1.687 0.3976
127 345-35 2.022 2.571 0.6059 179 2356-236 1.197 1.985 0.4679
105 234-34 2.031 2.582 0.6084 176 2346-236 1.222 2.025 0.4773
126 345-34 2.483 3.157 0.7440 186 23456-26 1.252 2.076 0.4891
155 246-246 1.000 1.296 0.3055 182 2345-246 1.280 2.122 0.5001
150 236-246 1.178 1.527 0.3599 178 2356-235 1.304 2.163 0.5096
148 235-246 1.200 1.555 0.3665 175 2346-235 1.312 2.175 0.5125
154 245-246 1.237 1.603 0.3778 187 2356-245 1.358 2.252 0.5307
152 2356-26 1.254 1.625 0.3830 183 2346-245 1.361 2.256 0.5318
145 2346-26 1.271 1.647 0.3881 185 23456-25 1.493 2.475 0.5832
136 236-236 1.421 1.842 0.4341 181 23456-24 1.502 2.490 0.5868
139 2346-24 1.421 1.842 0.4341 174 2345-236 1.560 2.586 0.6095
151 2356-25 1.424 1.846 0.4350 177 2356-234 1.615 2.678 0.6310
144 2346-25 1.425 1.847 0.4353 171 2346-234 1.625 2.694 0.6350
147 2356-24 1.426 1.848 0.4355 192 23456-35 1.682 2.788 0.6571
135 235-236 1.449 1.878 0.4427 172 2345-235 1.704 2.825 0.6658
140 234-246 1.462 1.895 0.4465 173 23456-23 1.705 2.827 0.6662
149 236-245 1.496 1.939 0.4570 180 2345-245 1.749 2.899 0.6832
133 235-235 1.523 1.974 0.4652 191 2346-345 1.784 2.958 0.6970
143 2345-26 1.524 1.976 0.4656 193 2356-345 1.798 2.980 0.7024
161 2346-35 1.529 1.981 0.4670 170 2345-234 2.063 3.421 0.8062
168 246-345 1.539 1.994 0.4700 190 23456-34 2.085 3.456 0.8146
165 2356-35 1.543 1.999 0.4712 189 2345-345 2.333 3.868 0.9115
146 235-245 1.560 2.022 0.4765

142 23456-2 1.574 2.041 0.4809 RRT
a 
: relative to the RT of IUPAC #30

153 245-245 1.593 2.065 0.4867 RRTb : relative to the RT of first elute isomer

134 2356-23 1.621 2.101 0.4951 RRTc : relative to the sum of IUPAC #52 and #180
131 2346-23 1.628 2.110 0.4973
137 2345-24 1.743 2.259 0.5323
141 2345-25 1.757 2.277 0.5367
132 234-236 1.789 2.319 0.5465
130 234-235 1.848 2.395 0.5645
164 236-345 1.888 2.447 0.5767


